
−2.32

−0.47

1.38

3.24
protein ubiquitination

G
S

Z
MLH1_normHNPCC
MLH1_adenomaHNPCC
MLH1_cancerHNPCC
other_normHNPCC
other_adenomaHNPCC
other_cancerHNPCC

FBXO32
SOCS3

UBE2L6
TRIM22

BIRC3
UBA7

SYVN1
ARRB2
SOCS1

RNF213
DTX1

TRAF5
RNF19A

VHL
MYCBP2

MALT1
SAE1
PJA2
ASB2

MARCH2
PHOSPHO2−KLHL23

FBXL22
PDZRN3
PDZRN4
WWTR1

FBXL5
DTX3

TRIM8
KLHL21

KLHL5
UBE2B
SOCS2

KCTD10
NFE2L2

MYLIP
PCNP

ANAPC16
DCAF8

MARCH7
RNF38

UBE2E1
CDC42
FBXL3
UBA1

UBE2J1
VCP

NEURL1B
WSB1

UBD
TRIM31

ENC1
UBE2C
CDC20
BIRC5

CCNB1IP1
IRAK1
TRIM2
RNF43
STUB1

ANAPC11
UBE2M

PRPF19
TRIM28
TCEB2

CBLC
LMO7

FEM1C
ZNRF2
WSB2

OS9
RNF5

ASB13
DTX4

SPSB3
TRAF4
FBXL6

SH3RF2
DTX2
ASB5

FBXO6
TRIM21

ZER1
ARRB1
FBXW5
CDC34
PINK1

NEDD4L

−0.7 1.1∆ e



−4

−2

0

2

4

6

protein ubiquitination
G

S
Z

on
−
off

# features = 393

1

6



M
LH

1_
no

rm
H

N
P

C
C

M
LH

1_
ad

en
om

aH
N

P
C

C

M
LH

1_
ca

nc
er

H
N

P
C

C

ot
he

r_
no

rm
H

N
P

C
C

ot
he

r_
ad

en
om

aH
N

P
C

C

ot
he

r_
ca

nc
er

H
N

P
C

C

−6

−4

−2

0

2

4

6

protein ubiquitination
G

S
Z


